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The Effects of the Selective Bases on Discrimination in Transposon Display
with Anchored PCR (APCR) in Rice (Oryza sativa L.)

Kazuyuki Matsui and Akira Horibata

We are currently performing a functional genomics of rice (Oryza sativa L.) via insertion mutagenesis induced by
mPing, an active inherent transposon of rice. Transposon display is an excellent method for exhaustive detection of
numerous polymorphisms at mPing insertion sites in whole rice genome. In many cases, however, too many copies
of mPing were present originally in rice genome, which makes difficult to identify truly polymorphic signals from
such background involving many non-polymorphic amplified signals. In this study, we verified whether one or two
selective bases added to an adapter primer could reduce the number of amplification products. We found that the
addition of one base was highly effective in reducing the number of amplification products. However, the addition
of two bases resulted in some pseudo-positive signals, and was therefore not considered useful for this purpose.



