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Figure 1. Primers for the isolation of cDNA fragments encoding
red sea bream IgM-H (A), GATA-3 (B), TCRa (C), Rag-1 (D)
and LMP7 (E). These primers were designated based on the
following nucleotide sequences, Trout IgM-H (X83372), flounder
[gM-H (AB052744 and AF226284), zebrafish IgM-H (AF406819
and AF281480), mouse GATA-3 (BC062915), human GATA-3
(BC003070), zebrafish GATA-3 (NM_131211), zebrafish TCRa
(AAG31714, AF424545 and AF425590), Tukifugu rebripes
TCRa ( AAF97794), flounder TCR - (BAB82550 and
BAB61895), channel catfish TCRa AAA99774 and
AABO02652), Tetraodon Nigroviridis TCRa (CAC86241), trout
TCRa (AAA98477), damsel fish sp. TCRa (AAO88983 and
AAO89007), mouse Rag-1 (NP_033045), human Rag-1
(NP_000439), chicken Rag-1 (AAA49051), Xenopus Rag-1
(AAA03068), trout Rag-1 (U15663), zebrafish Rag-1
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Table 1. Nucleotide sequences of primers for Real Time PCR

gene name sence anti-sence

IgM-H CACCTGCGTTGTTACACATTCA  GACGCTGAAGTTTTCCTCCAA
GATA-3 CAGAATCGCCCTCTCATCAA AGCGTCGTCGTTGTCGTTT
Rag-1 ACCATCACTCGGCGCTTT TGTCTTCCATCCCATTCTCTCTC
LMP7 GGAGAGACTCCTGGCCAAA TGCCTCTGTAACCCAGCATC
B-actin TGGACTTCGAGCAGGAGATG TTCATGATGCTGTTGTAAGT
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Figure 2. Quantitative expression profiles of [gM-H, Rag-1, LMP7
and GATA3 from red sea bream aged from 1-60 day after hatch
generated from Smart cyclerR I system. Total RNA from whole
body of red sea bream was digested with DNase | and reverse
transcribed using a random hexamers as primer, then equivalent
aliquots of 1st strand cDNA were applied to measurement of copy
number with Real Time PCR. Quantitative results are presented as
mean ( = standard deviation) copies of target gene per 104 copies
of -« -actin after normalization. Alteration of body length and
weight during the study period is presented by upper graph.
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