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MBS OBEEE (F130) : BRI X A T X 7 ARSI KT B~ — 1 —|C, BRI REE T A
FNACZ IS LT, 26 FEOBIHELEE T O DNA X FAAbL-~LZER L, ROC M2 CHTE S
EHIBER DR BNZAH H 728 T & LT APC, GSTPL #FIE L7-. APC BT A F /LK DNA & 3E
A F AL DNA DEIE (Me/NMe DNA Lb) % ILiEA D DNA 7 5 SR ICE BT A7 v A
ZHEST U7z, 3% 100 1 1D Me/NMe DNA Lb &R 72 & Z 4, FEES TIITEF CTHETFET
H Y IEFEHE T Me-DNA (T H S o 7o, FEF R ORI, AFP X0 & RIS &4,
BEIZLAIK TS AFP L BHNCE D bhvie, Z DA, dormant therapy &4k & L4k
EREOMRHEICAH A~ — L R VIS D FREMEN D B,

WFIERCER OMEEE (353C) : We applied tumor specific methylated DNA for prediction of tumor
dynamics in HCC cases. The methylated APC and GSTP1 genes were identified as useful marker
for discrimination of HCC cells from non—cancerous liver. We established a sensitive assay
for quantifying of methylated/non-methylated (Me/NMe) DNA ratio from serum of 100y 1.
We successfully detect Me-DNA from all HCC cases examined and no normal control cases
showed Me-DNA. The Me/NMe DNA ratio elevated quicker than conventional HCC marker, AFP,
when tumor showed recurrence. This novel assay could be a promising approach for judgment
of theraupic effect of HCC including dormant therapy.
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