#= C-19
MR EGMEMRAAREREE
FRk 234 44 23 AEE

HEEAES : 34419
HEiER - AR (C)
AZEHARS - 2008~2010
REES : 20570027
MERESL (F130)  KEBMME SRRV U ZBEIC LR 0BG FKEGBEEQEN
HEEER (EX) Estimation of the bacterial horizontal gene transfer frequency in
environment from the transposition of mercury resistance transposon.
MEREKRE
WH —F (MATSUI KAZUAKI)
MEERS - BT - A6
MEEES : 40435532

WFZER R OEE (Fns0) -

BB T DK ARTERBL R DS OESCBEERESFICEAE L TWA Z LT < b biLT
Wh, NTT VT DOBELETKHBIEILT T AI RN T ARV D L9 7 THEEELIK T
ENLTRBIRbRDN., TOEEHERERL OB 20OV T RHZE L L,

AWFFECrX, TTnMERIT) BLDKERIME N T AR U E2fRELE LT, T AR VR
HAKH ORI AMEM TR EFENTWALZEEALNC L, R F VAR VDE
BEAZRF L., THEICB T RN VAR VORE—R S me EBIC R LT, 2 b OfE R
L0, BIMNCB T 2 BB T OKEEREHS Z BRI R T I LB TE T,

WFFERCR OBEEL (3530) -

Horizontal gene transfer (HGT) is known to be an important mechanism for acquiring
new genetic information in bacterial evolution. Mobile genetic materials, such as
plasmid and transposon, contribute to HGT events among bacteria, while their
transfer frequency and geological distribution have yet to be characterized well. This
study demonstrated the worldwide distribution of TnMERI1 type transposons among
bacteria. Further quantitative analysis showed the uneven distribution of TnMERI1
type transposons in soil environments. These results indicate the occurrence of
bacterial HGT in natural environment.
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