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WA R OMEEE  (Z230) @ This project aims to identify regulators of MAPK signaling using
fission yeast S. pombe as a model organism. We identified negative regulators of Pmkl
MAPK, such as ptcl’, pte3, encoding PP2Cs, and ecm33’, encoding a cell surface protein.
We also identified targets of Pmkl including the Atfl transcription factor and the Nrdl
RNA-binding protein. We also demonstrated feedback mechanisms involving these
regulators of Pmkl MAPK and identified several compounds with potent MAPK inhibitory
action.
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(2) DNA = A 7 a7 LA ZHV= Pmkl/Atfl
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7N DEBIER) Ecnd3 DFZE & . in vivo
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real-time MAPK ' NVE=F Y VTV R

NP A = X BDZEH,
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HIDIC, DNA A 707 LA %fF-o7-, B
RESIZIE, Pmkl/Atfl 2 w27 7w MLk V&
B REDNHE DT 2B TREO T T,
Ecm33 (ZE S %2 H Tt 11> 7=,
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S 51z, Atfl 1%, Pmkl MAPK & Styl MAPK
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MAPK & 7V DiEEE S ML TWnWb Z &
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T2 MK A ERRIET AT vk
AX%E LT, REEMNVTT7 2T —F (Luc)
LD UVAR—F—%EHE L (CRE-Luc), =
L iR— % —7% MAPK DL % R CHEz v
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(Mol. Bio. Cell 2006, 2010, JBC 2010, *%¢&F
HEE 2010: %/& 9) .
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