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i ___The nuclear export of mRNA is carried out by mRNA exporters. So far,
our research group has identified TREX complex and AREX complex as mRNA exporters in humans, and

compared the mRNAs selectively exported by TREX complex and AREX complex, and the structures of
UAP56 and URH49, which are central components of these complexes.

In this study, our research group isolated and identified new AREX complex components and

analyzed their functions. The results revealed that mRNA exporters are also involved in mRNA

splicing, contrary to the previously accepted concept This study provides a new insight into the

molecular mechanism of selective mRNA export by diversified mRNA exporters in humans.
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A Molecular mechanism to control selective mRNA exports by UAP56 and URH49, the two closely related DEAD-box helicases.

RNA
2019
UAP56 URH49 MRNA
2019
UAP56 URH49 MRNA

2020




MmRNA

2020

MRNA

MmRNA

2020

2019

MRNA

DBP5

2019




MmRNA

Visionary

100

2021

2021

MRNA

137

2021

MmRNA

12

2021




RNA

2022

(lzawa Shingo)

(10273517) (14303)
(Katayama Takane)
(70346104) (14301)




