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Identification of gut microbiota that regulates the development of chronic
pancreatitis
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Although bacterial translocation to systemic organs is sometimes observed in

patients with pancreatitis, the gut microbiota accounting for the development of chronic
pancreatitis has not been identified. In this study, we aimed to identify the gut microbiota that
regulates the development of chronic pancreatitis and analyze its functions. According to the fecal
microbiota analysis in experimental chronic pancreatitis, a disappearance of Akkermansia muciniphila

(A. muciniphila) from the feces contributes to the development of chronic pancreatitis, whereas
pancreatic enzyme replacement therapy may prevent the development of chronic pancreatitis by
enhancing the colonization of A. muciniphila in the gastrointestinal tract. Increased colonization
of A. muciniﬁhila may prevent chronic pancreatitis by suppression of the infiltration of immune
cells into the pancreas and by suppression of type I IFN and IL-33 productions by pancreatic acinar
cells.



(Immunity 2012:37:326-38, Trends Immunol 2018;39:874-889)
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