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Detection of ALK fusion genes in plasma exosomes
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We tried to detect EML4-ALK fusion gene in plasma-derived exosomal RNA
derived from non-small cell lung cancer patients. We established a PCR-based assay to detect ALK
fusion transcripts and tried to detect ALK fusion transcripts in exosomal RNA of the xenograft model

bearing human lung cancer cell lines. However we failed to detect the fusion transcripts in
exosomal RNA. Next, we tried to detect ALK fusion genes in circulating free DNA (cfDNA) obtained
from plasma of non-small cell lung cancer patients. EML4-ALK fusion genes could be detected in one
of 6 cases using CAPP-seq technology.
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