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Explgration of key enzymes for crystalline cellulose degradation in brown rot
ungi

Umezawa, Kiwamu
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To clarify the degradation mechanism of crystalline cellulose in brown rot
fungi, the functions of three proteins, a family 9 lytic polysaccharide monooxygenase (LPM09), a
family 14 lytic polysaccharide monooxygenase (LPM014) and an expansin-like protein, which
significantly up-regulated by woody substrates were analysed. These three proteins were expressed as
recombinant proteins and their synergistic effects with glycoside hydrolases and their
carbohydrate-binding ability were investigated. These results provide new insights into their
physiological functions in brown rot fungi.
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