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Integrated analysis of clinical database and omics data for drug repositioning
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This study aimed at drug repositioning to find new effects of existing drugs
by integrated analysis using various big data such as clinical database and omics data. We
established a method to detect inverse signals from the administrative claims database and the
spontaneous reporting database, and screened candidate drugs for repositioning. Furthermore, we
identified pathways involved in novel pharmacological actions of the candidate drugs by analyzing
omics data. This study revealed the possibility of drug repositioning studies by integrated analysis
using multiple big data.
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